SUPPLEMENTARY MATERIAL
. dFbs without 4OHT treatment and without lentiviral transduction with MyoD-ER(T) exhibit very low background expression of MHC. Without 4OHT treatment or transduction, less than 0.1% of cells expressed MHC; without 4OHT and with transduction, ~0.3% expressed MHC; with 4OHT treatment and without transduction, ~0.1% of cells expressed MHC. For each condition, at least 5 fields per well across three wells were quantified. There was no statistically significant difference in background MHC expression among these controls (P>0.05).
Figure S2.
Myogenically converted dFbs carrying a model muscle-specific therapeutic gene activate the gene's expression following differentiation. dFbs were transduced with the lentivirus carrying MyoD-ER(T) at indicated MOIs, then transfected with CK8e-luciferase (a model therapeutic gene construct that is expressed only in differentiated striated muscle cells). Data were obtained from two independent luciferase assays on two separately transfected wells for each data point and were normalized to total protein levels. Error bars are mean ± SEM. Page 2 of 3 Figure S3 . Relationship between percentage of MHC + dFbs following myogenic conversion and seeding density or nuclei per field. All cells were transduced with MyoD-ER(T), seeded on 6 well plates, and treated following the conversion scheme shown in Fig. 1b . For the seeding density graph (left), data were obtained from 2-3 wells per density, with 5-10 fields quantified per well.
No statistically significant difference in percentage of MHC + cells was found between seeding at 1,000 cells per well vs. 20,000 cells per well (P>0.05). For the field density graph (right), ≥ 4 fields were grouped for each bin, and no statistically significant differences were found between bins (P>0.05). Figure S4 . Investigation of immune clearance following transplantation of 5 x 10 5 mononuclear cells from whole muscle of the miniDys-GFP donor into TA muscles of mdx 4cv hosts. MiniDys-GFP + fibers were counted every 0.1 mm throughout each muscle following direct imaging of Page 3 of 3 GFP on cryosections 8 and 16 weeks after cell transplantation. Section totals were then averaged across all sections of all muscles. An average of 136 ± 70 positive fibers were found throughout three TAs at 8 weeks, and 226 ± 165 positive fibers were found throughout four TAs at 16 weeks. The apparent difference between the two time points was not statistically significant (P>0.05).
